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CPT: carnitine palmitoyl transferase.
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Mean �SE of 8 rats.  
ab: Different letters at p<0.05.
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TBARS: thiobarbituric acid reactive substances.
Mean �SE of 7 rats.  

�Significantly different from the control group at p<0.05.
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RSO: 12 ,  PO: ��� ,  GMRO: 34512 
Mean �SE of 5 or 6 mice. ab: Different letters at p<0.05.
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TBARS: thiobarbituric acid reactive substances.
Mean �SE of 5 or 6 mice.  ab: Different letters at p<0.05.
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Mean of 5 or 6 mice.  abDifferent letters at p<0.05.

   

 Phospholipid Triglyceride 
 

� ��� � ������ �������� � �	� � ��� � ������ �������� ��	�

� �
�

  16:0    34.1   30.8   31.1   31.1  25.0  26.3  24.8  28.3 
  16:1    0.3   0.3   0.4   0.3  1.9  1.7  1.9  1.9 
  18:0    17.6   17.7   15.5   15.4  1.7  2.0  1.5  1.7 
  18:1n-9       9.4a   9.5a   9.3a   12.1b  47.4  44.1  42.3  48.0 
  18:2n-6    12.9   13.3   13.2   11.3  14.2a  12.4ab  14.0a  9.9b 
  18:3n-3    0.2a   0.2a   0.2a   0.1b  2.7a  2.2a  2.5a  0.7b 
  20:3n-6    1.8   2.0   1.8   2.1  0.4  0.4  0.4  0.3 
  20:4n-6    8.9a   11.5b   10.0ab  13.2c  0.4  0.4  0.5  0.6 
  20:5n-3    1.6a   1.8a   1.5a   0.6b  0.4a  0.5a  0.7b  0.3a 
  22:5n-6     0.5   0.5   0.5   0.4  0.8a  0.5ab  0.8a  0.3b 
  22:6n-3    10.0   10.7   10.3   10.4   1.2ab  1.7bc   2.0c   0.8a 
 

 9c,11t-18:2    0.00a   0.12b   0.44c   0.30c   0.02a  0.58b   1.73c  0.95d 
9c,11t,13c-18:3  0.00a   0.07b   0.12c  0.09d   0.01a  0.43b   0.89c  0.47b 
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CPT: carnitine palmitoyl transferase
Mean �SE of 5 or 6 mice.  
ab: Different letters at p<0.05.
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